Supplemental Material, Table S1 . Real-time PCR primers.
Gene symbol and GenBank accession number Sequence (5'-3')
Mouse Svs4 (NM_009300) 
Statistical analysis
Two-way ANOVA with Bonferroni post-test was performed using GraphPad Prism version 6.00 (***, p < 0.001, Supplemental Material, Figures S4A and S5 ).
Supplemental Material, Figure S1 . Immunohistochemistry of LF in SVs of WT and αERKO 10-weeks old male mice. Mouse SVs were fixed as described in Supplemental Material, Methods. Slides were deparaffinized, immunostained with anti-LF-antibody, and counterstained with hematoxylin. A strong staining of LF was found in WT DES group samples.
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Supplemental Material, F igure S2. The 2 kb sequence surrounding the transcription start site (+/-1 kb) of the Svs4 gene. T he underlined sequence is the upstream 1 kb promoter sequence as the gene is transcribed from the minus strand. T he black bold ACT is the transcription start site (TSS). Teal highlights represent the CpG positions tested in this study.
CpG positions are -160, -237, -306, a nd -367 bps upstream of TSS.
TATTTCCTGGAATTC is putative Stat5a/5b site at --132/--146 bp upstream of TSS.
The red sequence is a predicted Sp1 site (+118/+128 bp).
The blue sequence is a predicted ERE.
>mm10 Svs4 chr2: 164277307-164279307 6   TCTGACAGTTTCTTCCGACTGCAAGAATTTTTCTGATGAGAGAAAAACAGGCTTTGCTCTCTAC  CTGTATATTTCCATATAGTCTGGGATTGTTATAAACCAAGACAAGGCAAACAACCTTTGCTTTG  ATTAGTAACCTATCTTGTGATGCAATTTGCCATTTTTGTTGTCTAGAAATTCCTTGATCTTTTGT  CTAGTCAGAAATAGGCTTAATTGTGAGCGCCTGACTCACCAGCAAAGCAGACACCACAACAG  GATCCTTCTACAACATGCCCCGAGCCCAGAACTGGTGCTGCTTATATAGGCCTAGGAGAGGCG  TGTCTCACACCTGGATTGGTTATGCATTCTACCTCATTTGCATGTCTCTCATCTGATTGGTTATT  CTCTCTCTCTCAGTACCTCACTGAGCCTCATTATCATACCTCATTTGCATGTCTCTCATCTGATT  GGTGATTCTCTCTCAGTATCTCATGGAGCCTCATTATCATGCCTAGGCCAGGCAGTGACTTGGT  GAAAAACTTTACTGCATATGTACACATTGGTTGTTTACCCAGACTTATGCGAGGTGGCCAGCG  GTAGCCAGCGCCACCTTGTAATGGCATATGTGGCTTCCCACACTTAATCTGTTTGGAAACTGCC  CTTGATACACTCTCCTTATAATGAACAATAAGAATCTTTAAGTTACATGACCTCCAACTGTTCC  CTTGCAGTCTACATCTCTGATTCTTGGTTTATCAATTCAGTGATACCCACACAAAAGCTATGGT  TACAGCTAGCAAAGACTAACTTCTCATCAGAAATTAGAGTCTCTAGAAAGTAACGCTCTTTAG  TTCCTCAGAGTACCCTTTAAAGAACCCTGTCATTGTTTCTTCTCCCCCCCCCCCATCAACTCTT  CCTACTCACCCTTAGTTTTCTTCCCAATGGCTCCTGTCACCAGAAGGAGAAGCAGAGAAAAGA  GGAACAAACTGGTAGAATTCATCTTGCCAGAAAAGATCTTGACTGAAGGCTAAGCTGAGTTCT  TAATTTATATATTTCTCAGGTGGGTGTCCCTGGAGTTATAAAAGGCACACCCCACCTTACTTAT  CTGTAAATTCTGGCTTCTTCCCCTGTGCTATGCAGGGGGTATTGTCATTATTTCCTGGAATTCT  ATAAAAGCACATCGTATCAGAGACTTTCTTTTATACCTCCAACTTCCAGCCAATCTTTATCAAC  ACTTGAGATCATTTCACACAGTTTCCGGCATTTCTGAAAGACATTCAGTTGGGACTGAAGAAG  ACTGCCCCTTCATGGTACAAAGTGACTATCCCGTAATCAATATTTCCACAGCACAAGTGTATGT  CTCTTTCATATACATCCTATAACTTTGCGCTTATGATTCTCTCAAATAAACAAATATGTTGTACT  GACAAATGGCACAGGGATAGAAAGACACAGAATGAACTCAAGAAATCCAAATGAAAACCTCA  ATAGGGCAGCTAGAAGAACTTCAGGGGAAAGCCTCACCCACAGAATGGGTCATGTCGGAAT  TGGAAGGTAGAGGATGGAGAACACATAAAGGCATGGAATCATTCGGGGAAGCTCAATACGAT  TTTTTTTTTTTTTGATGCATCAGTGGAACCACGGGAGAGTTTTGAGACACTGAGAAAAAGATGT  AACCTCTGAGTTGTGGAGCTAGAGGACAGATGAAAGAACAGCAGAGCAAAGGCATAGAGAAC  ATCTTCCATAAAAGCATAAAAAAGTCAAAACCCTAAAAAAAGAGATGTCCATCTTTGCATAAG  AGGCTCACTGAACACCCAATAGAAAAGACCAGAAAAAAACTTCTCTATGGTGTAGTTAAAATC  TTTAAAACAGATAATAAAGGGTATTTAAAACTGACAGAAATGTCAAGTTACTTATAAAGGCAG  GCTCACCGGAATAACAAATGATAACAATAACAATAACAGGAATCTGTAAAGCCAGGAGGGCC  AAGAAAGTTCCAAGTCCTGAAAGATCACAACTGTC   CTGGAACTCACTCTGTAGACCAGGCTGGCCTGGAACTCAGAAATCTGCCTGTCTCTGTCTCCCAAGTG  CTGGGATTAAAGGCATGCGCCACCACCGCCCGGCTCATAATATCATAATATGACTCTTAAGACATTCA  TTAAAAAGAAGTTCTCATTTCTATACCACACATGTACACACACACACACAATCTCTCTCTCTCACACAC  ACATACACACACACACACACACACACACACAGACTCACACACACAAACACACAGACACAAAAATAGA  CACGGTCACAGATAGACATAGACACAGACAGACACACAGAGGAAGAGGAAAAAAAGATATGGAGGA  AGGAATGAAAGAAAAGGAGCAAAAGAAATCAAATGTCAGGGTCTCTTCCTCGCTAGCAAATGAAGGG  ACACAGGTCAACCCTGGGTGGCATTCCTTTCTGAGGTCCTAGGTTATTTTCGGGGGCTGTATGGCGGGT  TTCAAGGCAGTGTGGACCCCACAGGAACCCTGTGTGCAAGTCTAGGCTGACTCCGCTCTCCCTGCGGC  TGTCACCGGGCTGCTGTTGTGGCCAGGCCTGAGCAGCTGCCTCTTCTTTAGAATCCACCACTCTTTGTC  TAGCCAAGGAGGAAGGGGATTTGCTTGCTCCATGCAGCTTAAGTGTCACAGGTCAAGGTAACCCACA  AATATAGACCCCCTACCCCATGTCCCACCTCTAGAAAGTACTGGAAACAGAGAAAGGAGAAGACTT  GGGGACTGTGACTCTGATCCTGCAGAAGCTGGGTGGAGATTAAGGAAATCACTCGGTTTCCTGTACC  AGCGCCTGTGTAGGGGGTACTGGAGTCCCTGTTTCCTCCTTCTGGGCTCCAGGAAGCTGGCCTCTAAGA 
